Ongoing debate about whether food webs are primarily regulated by predators or by primary plant productivity, cast as top-down and bottom-up effects, respectively, may becoming superfluous. Given that most of the world's ecosystems are human dominated we broadened this dichotomy by considering human effects in a terrestrial food-web. We studied a multiple human-use landscape in southwest Alberta, Canada, as opposed to protected areas where previous terrestrial food-web studies have been conducted. We used structural equation models (SEMs) to assess the strength and direction of relationships between the density and distribution of: (1) humans, measured using a density index; (2) wolves (Canis lupus), elk (Cervus elpahus) and domestic cattle (Bos taurus), measured using resource selection functions, and; (3) forage quality, quantity and utilization (measured at vegetation sampling plots). Relationships were evaluated by taking advantage of temporal and spatial variation in human density, including day versus night, and two landscapes with the highest and lowest human density in the study area. Here we show that forage-mediated effects of humans had primacy over predatormediated effects in the food web. In our parsimonious SEM, occurrence of humans was most correlated with occurrence of forage (b = 0.637, p,0.0001). Our results contrast with research conducted in protected areas that suggested human effects in the food web are primarily predator-mediated. Instead, human influence on vegetation may strengthen bottom-up predominance and weaken top-down trophic cascades in ecosystems. We suggest that human influences on ecosystems may usurp top-down and bottom-up effects.
Introduction
Food-webs may be influenced by both bottom-up effects that link plants to herbivores and higher trophic levels and by topdown effects from carnivores to plants. However, there is still significant debate about the relative importance of each in ecosystems. Recent studies on large mammal food webs in protected areas indicate that predators can have strong top-down effects on prey and indirectly on vegetation [1, 2] , i.e., ''trophic cascades'' [3] . This has led some ecologists to argue that top-down effects of top carnivores have primacy in driving food-web dynamics [4] , and rising popularity of top-down forces in the popular literature [5] . In reality, top-down and bottom-up mechanisms operate simultaneously in food webs [6] . Emphasizing the importance of one mechanism over the other may falsely dichotomize how ecosystems function.
Importantly, oversimplifying ecosystem dynamics into top-down effects of predators versus bottom-up effects of plant biomass availability could be underestimating the importance of human influences in ecosystems. Human influences on food webs likely are pervasive and may operate at multiple trophic levels simultaneously. For example, humans have modified ecosystems for tens of thousands of years through bottom-up (i.e., ecosystem engineering [7] ) and top-down effects (i.e., overharvest and continental-scale megafaunal extinctions [8, 9] ). Human impacts on ecosystems have intensified with a growing human population and demand for resources [10] . Thus, a contemporary challenge is to understand how growing human influences on ecosystems might propagate through food webs.
Here we describe and quantify human effects at multiple trophic levels of a terrestrial food web in a multiple human-use area, as opposed to protected areas where many previous terrestrial food web studies have been conducted. We show that human effects were pervasive on the studied species in the food web, and manifested through both direct and indirect pathways as they propagated across trophic levels. We show that indirect effects of humans were forage-mediated rather than predator-mediated. We conclude that pervasive effects of humans in ecosystems can perturb top-down and bottom-up effects in food-web dynamics.
Methods
The study occurred in a 9,000 km 2 area of southwest Alberta, Canada [11] . We used structural equation models (SEMs [12] ) to assess the strength and direction of the spatial relationships between the occurrence of: (1) humans, measured using a density index; (2) wolves (Canis lupus), elk (Cervus elaphus) and cattle (Bos taurus), measured using telemetry data and resource selection functions (RSFs), and; (3) forage quality and quantity and utilization (measured at vegetation sampling plots). In selecting study species, we followed previous studies, which used humanwolf-ungulate-vegetation dynamics to illustrate the importance of top-down versus bottom-up effects in terrestrial ecosystems [1, 2] . In our study, wolves were the predominant predator of the two dominant herbivores, one native, elk, and one non-native, cattle. Relationships between species occurrence were evaluated by taking advantage of pseudo-experimental temporal and spatial variation in human activity, including: (a) day versus night, and (b) in two landscapes with the highest and lowest human density in the study area. Testing these relationships across different levels of human activity allowed us to assess the sensitivity of species cooccurrence to human activity. If human effects on the food web were forage-mediated, we predicted a positive influence of humans on forage, of forage on herbivores (i.e., elk and domestic cattle), and of herbivores on wolves. Alternatively, if human effects were predator-mediated, we predicted a negative influence of humans on wolves, wolves on herbivores and herbivores on forage. We produced a spatial index of human density in a Geographic Information System (GIS), validated with actual counts of humans obtained using trail cameras (RECONYX Silent Image TM Model RM30, n = 43) and pneumatic road tube traffic counters (Diamond Traffic Products, n = 43) deployed on spatially randomized roads and trails across the study area in 2008. We calculated the human density index based on travel time required to access any point in the study area along existing road and trails from human population centers (.100 people), given typical travel speeds and a decay exponent of -1.45 based on typical human recreational behavior [13] . We tested whether the human density index predicted actual counts using linear regression.
We obtained satellite and Global Positioning System (GPS) telemetry location data from wolves, elk and cattle and developed population-averaged RSFs [14, 15] to estimate habitat selection and the resultant predicted spatial distribution of each species. We RSFs were estimated using logistic regression in STATA 10.1 [16] , where resources at telemetry locations are compared to resources at ''available'' locations [14, 17] . Available resource locations were sampled at random in each individual animal home range for wolves and elk, estimated using a 95% kernel density estimator of location data [18] , or fenced pasture for cattle. We followed the ''two-stage'' method to calculate population-level RSFs [15, 19] where an RSF is calculated for each individual animal and these are averaged across all individuals. We produced daytime and nighttime RSFs because human counts were statistically different between night and day, and we hypothesized that wolves [20] and elk [21] , might respond to these temporal changes. We validated RSF models using k-fold cross validation [22, 23] .
We calculated a spatial index of forage quality and quantity from remotely sensed vegetation data. We obtained a 30-m 2 spatial resolution GIS map of vegetation cover derived from Landsat data [24] and collapsed it into two ungulate food quality classes, high and low [11] . We multiplied this by the normalized difference vegetation index (NDVI) value at each pixel as an index of forage biomass [25] . This provided an index of forage quality (type) and quantity (productivity) at each pixel on the landscape.
We measured forage utilization by herbivores in 2007 and 2008 at 150 plots using the ocular estimate-by-plot method [26] . At 40 of the 150 plots, forage utilization was also assessed using the paired-subplot method [27] in which vegetation biomass on an area exposed to herbivory was compared to a nearby area where grazing was excluded with a 1.2 m61.2 m cage. We assessed the accuracy of our visual estimates of utilization by comparing visual estimates to actual clipped biomass utilization values in a linear regression.
We overlaid our spatial models in a GIS and at each 30-m pixel along roads and trails (n = 760,140) we sampled the human index, RSF values and forage index. At each forage utilization plot we sampled RSF values for each species. SEMs were fit to these data using LISREL 8.72 [28] . Humans were modeled in SEMs as an exogenous variable, i.e., starting points of the model, whereas other species were endogenous variables, i.e., determined by pathways in the model, and that can also serve as predictors for other endogenous variables. SEMs were used in an exploratory mode where initial theoretical models of bottom-up and top-down only pathways were altered to improve the model fit by removing pathways for which the association was non-significant [29] . We assessed SEM fit using the goodness-of-fit index (GFI), adjusted goodness-of-fit index (AGFI), and root mean squared residual (RMR). A GFI.0.9, AGFI.0.9 and with a similar value to the GFI and RMR,0.05 indicate the model had a good fit to the data [30] . The best model had the lowest Akaike Information Criterion (AIC), i.e., parsimoniously fit the data, had significant interaction paths and fit the data.
Results
Species density and distribution models were predictive of actual species occurrence. We confirmed a significant linear relationship between the human density index and actual number of humans counted on roads and trails at counter locations during the day (R 2 = 0.61, F = 197.78, p,0.001; Fig. 1 ) and night (Table 1) were highly predictive of each species' distribution ( Table 2) . We found a significant linear fit (R 2 = 0.255, F = 47.50, p,0.001) between visual estimates of forage utilization to actual clipped biomass utilization values. We illustrated species co-occurrence with humans across the landscape by re-scaling each occurrence model index from 0 (low probability of occurrence) to 1 (high probability of occurrence) and adding species occurrence models together (Fig. 2) .
Our results indicate that the predominant effect of humans was to enhance forage, augmenting herbivores (both native and nonnative). In our most parsimonious SEM (Fig. 3 We found similar patterns to those above within the high and low human density ranges (Fig. 4) . Furthermore, human density had a negative effect on wolf distribution during the day (b = 20.102, p,0.0001), but not during the night in the highhuman density range. Such relationships were also negative during the day (b = 20.097, p,0.0001) but positive during the night (b = 0.173, p,0.0001) in the low-human density range. This relationship is further illustrated by the difference between day and night locations of wolves monitored in this study. During the night, wolf locations tended to occur near roads (Fig. 5) , likely due to low human use over the night.
Discussion
Here we show the dominant role played by humans in influencing bottom-up vs. top-down dynamics in ecosystems. In particular, our results suggest that human effects on forage could trigger strong bottom-up effects in ecosystems. This contrasts with research conducted in protected areas or relatively intact ecosystems suggesting that human effects on food webs were primarily predator-mediated [1, 2, 4] . However, previous research that addressed interactions between top-down and bottom-up forces found that predator effects may be weak or absent when vegetation productivity is high, at which time bottom-up forces might prevail [31] . Thus, the mechanisms by which humans influenced the food web in our study area may have involved agricultural subsidies that overwhelmed top-down effects. Humans may have positively contributed to forage biomass in our study area through forage crop production and modification of forest to pasture-lands to provide forage for livestock production, an important economic activity. Indeed humans are an important reason why large portions of the world are ''green'' [32] , as agriculture, particularly fertilization, increases nitrogen in the surrounding environment, which positively affects vegetation productivity [33] . In accordance with the mechanisms advocated in such studies, we suggest that human influences on vegetation might prompt bottom-up predominance in ecosystems.
A closer look at the pathways in our SEM also indicated that there were strong, direct influences of humans on all study species at each trophic level. For example, we found evidence of wolf avoidance of people at high levels of human use (a top-down effect). With lower human density there was no effect of humans on wolf distribution, and actually wolves selected for similar habitats as humans. The negative direct effects of humans on wolves was not surprising, because of common lethal control of wolves by humans in the study area in response to livestock predation [34] .
The major implication of our results is the need to understand human effects in food webs [35] .The predominant human influence on a particular food web may depend on how humans have perturbed the ecosystem [36] . In our study area, forage production was a dominant perturbation. In other areas, other types of human activity may be dominant with different implications for food webs. Understanding human effects in food webs may be particularly important in areas where predator reintroduction has been proposed as a means to restore ecosystems through top-down regulation. For example, predator reintroduction might be ineffective in restoring top-down effects in areas characterized by high densities of humans and livestock because of the predominant bottom-up effect of humans, as shown in our study. Certainly, we do not dispute the importance of top trophic levels in ecosystems, but claims that such effects have primacy worldwide [4] likely underestimate the effects of humans on ecosystems, and in particular may fail to appreciate the importance of resource-mediated effects of humans.
In the past, much emphasis has been placed on direct effects of humans on food webs, for example, through hunting or habitat change. Less emphasis has been placed on measuring indirect effects of humans. For example, conservation-oriented research has typically focused on direct influences of humans on population dynamics of declining and/or rare species. Our study approach emphasizes the importance of considering direct and indirect effects of humans on multi-species interactions and ecosystem dynamics in conservation research. We encourage the application of SEMs as a tool for comparing direct and indirect top-down vs. bottom-up effects of humans on food web dynamics across diverse landscapes. However, we caution that SEMs may allow for testing hypotheses on relationships between species occurrences but do not test the underlying mechanism of those relationships.
The human population is growing worldwide and, to meet its needs, agriculture is not expected to diminish in intensity or distribution. Subsequently, humans will have increasing impacts on ecosystems through a myriad of trophic interactions and pathways. While significant attention has been given to the topdown effects of humans on food webs, careful consideration and Spearman correlations were calculated between RSF-habitat ranks and area-adjusted frequencies on a withheld sub-sample of data (20%) 5-times. We also calculated a linear regression between observed frequency and expected RSF scores and assessed the fit. We validated the cattle RSF using a 2-pasture cross validation, where separate cattle RSFs were produced for each pasture and a Spearman rank correlation and linear regression between the two models was calculated in each pasture. doi:10.1371/journal.pone.0064311.t002
quantification of the diversity of direct and indirect effects of humans on multiple species, as we did in this study, will be necessary for effective ecosystem conservation.
